Supplement 2: The tested unsuccessful Wolbachia primers.

	Primer name
	Direction
	Marker
	Sequence (5'-3')
	Original publication

	ftsZfl
	F
	ftsZ
	GTT  GTC  GCA  AAT ACC GAT GC
	Werren et al., (1995) 

	ftsZrl
	R
	ftsZ
	CTT AAG TAA GCT GGT ATA  TC
	

	wspF
	F
	wsp
	GTC CAA TAR STG ATG ARG AAA C
	Sazama et al., (2017)

	wspR
	R
	wsp
	CYG CAC CAA YAG YRC TRT AAA 
	

	341F
	F
	16S
	CCT ACG GGA GGC AGC AG
	

	534R
	R
	16S
	ATT ACC GCG GCT GCT GGC 
	



Sazama, E. J., Bosch, M. J., Shouldis, C. S., Ouellette, S. P., & Wesner, J. S. (2017). Incidence of Wolbachia in aquatic insects. Ecology and evolution, 7(4), 1165-1169. https://doi.org/10.1002/ece3.2742 
Werren, J. H., Zhang, W., & Guo, L. R. (1995). Evolution and phylogeny of Wolbachia: reproductive parasites of arthropods. Proceedings of the Royal Society of London. Series B: Biological Sciences, 261(1360), 55-63. https://doi.org/10.1098/rspb.1995.0117 















Supplement 3: Unidentifiable sequences amplified by the 16S rDNA Wolbachia specific primer (Unaligned). 
3.1: Short sequences (270bp)
Wolbachia_HYDCA456    TCGCCATGCAGGTCAATATTTTGTGGTTTTCCAGAATCTAGTGAAGAGAATTTGTCGAAAATCAAGAAATTAAAACAATTAGAATCGCCATGCAGGTCAATATTTTGTGGTTTTCCAGAATCTAGTGAAGAGAATTTGTCGAAAATCAAGAAATTAAAACAATTAGAACTTATAGTTTGTCTGGAAAACGCTGCCGAACCAACGATAACAACGAATATTACTGCGTAGCTGCTCAGTGAAAATGTGAGTACCGTCATTATCT
Wolbachia_HYDCA449    CGAGTGAAACCAATTCTTCCTGATATTGTTGATACAAACAATAATTTGACCTTTAATTTCATTGAGATTGGCATTCGCTTGAATACCAATGATGCGAACATGTTTGGAATTTCTTTCGTCTGTCAAAAAAAAAGAAAATCATTATTTCGCCATTAAAAAAAGCAAAACAGAGGACAGACCTTTTCGGTAACGTAAGCAGGAGTACAGATGATGAAGACCGCTGCAATCAGGAAACTATTGCCAGTGAGTACCGTCATTATC
Wolbachia_HYDCA270    GAAACCAATTCGATTAGAAATAATGGATTTGTAGAAGAATTTCAGTTTGAATTTCATCTTAATTTGTTTTGTTTTCATCGCCATGCAGGTCAATATTTTGTGGTTTTCCAGAATCTAGTGAAGAGAATTTGTCGAAAATCAAGAAATTAAAACAATTAGAACTTATAGTTTGTCTGGAAAACGCTGCCGAACCAACGATAACAACGAATATTACTGCGTAGCTGCTCAGTGAAAATGTGAGTACCGTCATTATCTTC
Wolbachia_HYDCA269   AACCAATTCTTCCTGATATTGTTGATACAAACAATAATTTGACCTTTAATTTCATTGAGATTTGCATTCGCTTGAATACCAATGATGCGAACATGTTTGGAATTTCTTTCGTCTGTCAAAAAAAAGAAAATCATTATTTCGCCATAAAAAAAAGCAAAACAGAGGACAGACCTTTTCGGTAACGTAAGCAGGAGTACAGATGATGAAGACCGCTGCAATCAGGAAACTATTGCCAGTGAGTACC
Wolbachia_HYDCA251    CTTCGAGTGAAACCAATTCTTCCTGATATTGTTGATACAAACAATAATTTGACCTTTAATTTCATTGAGATTTGCATTCGCTTGAATACCAATGATGCGAACATGTTTGGAATTTCTTTCGTCTGTCAAAAAAAAGAAAATCATTATTTCGCCATTAAAAAAAGCAAAACAGAGGACAGACCTTTTCGGTAACGTAAGCAGGAGTACAGATGATGAAAACCGCTGCAATCAGGAAACTATTGCCAGTGAGTACCGTCATTATCTTC
Wolbachia_HYDCA250    AGTGAAACCAATTCTTCCTGATATTGTTGATACAAACAATAATTTGACCTTTAATTTCATTGAGATTGGCATTCGCTTGAATACCAATGATGCGAACATGTTTGGAATTTCTTTCGTCTGTCAAAAAAAAAGAAAATCATTATTTCGCCATTAAAAAAAGCAAAACAGAGGACAGACCTTTTCGGTAACGTAAGCAGGAGTACAGATG





3.2: Medium length sequences (490 bp).
Wolbachia_HYDCA162    AATTCCCGGAGTGTCGATTAACCTGACCCGGGCGCCTTTATATTGAAAAATATGGGCCTTCGGTTGCTGCGTTGCAGACCCATTTCCTTCATGTTCTTCATTATCATCTTCTCCGCGTTTCACATGGCAAAAATCTCCATTCACATCATTTACATGAAATGACACTGATGTTGCGTTCACTAAATTTCCTTTCTTAGCTTCTTCGAACAGCGAAAATTTTTGATAATTGAGAATGCCGTTAATCCATGACGATTTACCGACCCCAGTTTTTCCAAGTATAAGAATGTTAATTTCTCTATTCGGTTTCTCCCATTGAATAATGTTCTGCAGCTCTTCATCGGTTAATTTAACAAATTCTTGTCCATGATTTCGACAATTACATTTGAATTCAAAGTCAGAAATATGCGCGTATCCACATGAACAATAAAGACATTCATCATATGCGAATTCAAGATAATCTTTGCAATTAACGC
Wolbachia_HYDCA155    AATTCCCGGAGTGTCGATTAACCTGACCCGGGCACCTTTATATTGAAAAATATGGGCCTTCGGTTGCTGCGTTGCAGACCCATTTCCTTCATGTTCTTCATTATCATCTTCTCCGCGTTTCACATGGCAAAAATCTCCATTCACATCATTTACATGAAATGACACTGATGTTGCGTTCACTAAATTTCCTTTCTCAGCTTCTTCGAACAGCGAAAATTTTTGATAATTGAGAATGCCGTTAATCCATGACGATTTACCGACCCCAGTTTTTCCAAGTATAAGAATGTTAATTTCTCTATTCGGTTTCTCCCATTGAATAATGTTCTGCAGCTCTTCATCGGTTAATTTAACAAATTCTTGTCCATGATTTCGACAATTACATTTGAATTCAAAGTCAGAAATATGCGCGTATCCACATGAACAATAAAGACATTCATCATATGCGAATTCAATATAATCTTTGCAATTAACGCAGCTCCACTTGTGAGTA
Wolbachia_HYDCA77     AATTCCCGGAGTGTCGATTAACCTGACCCGGGCGCCTTTATATTGAAAAATATGGGCCTTCGGTTGCTGCGTTGCAGACCCATTTCCTTCATGTTCTTCATTATCATCTTCTCCGCGTTTCACATGGCAAAAATCTCCATTCACATCATTTACATGAAATGACACTGATGTTGCGTTCACTAAATTTCCTTTCTCAGCTTCTTCGAACAGCGAAAATTTTTGATAATTGAGAATGCCGTTAATCCATGACGATTTACCGACCCCAGTTTTTCCAAGTATAAGAATGTTAATTTCTCTATTCGGTTTCTCCCATTGAATAATGTTCTGCAGCTCTTCATCGGTTAATTTAACAAATTCTTGTCCATGATTTCGACAATTACATTTGAATTCAAAGTCAGAAATATGCGCGTATCCACATGAACAATAAAGACATTCATCATATGCAAATTCAAGATAATCTTTGCAATTAACGCAGCTCCACTTGTGAGTAC
Wolbachia_HYDCA75     AATTCCCGGAGTGTCGATTAACCTGACCCGGGCGCCTTTATATTGAAAAATATGGGCCTTCGGTTGCTGCGTTGCAGACCCATTTCCTTCATGTTCTTCATTGTCATCTTCTCCGCGTTTCACATGGCAAAAATCTCCATTCACATCATTTACATGAAATGACACTGATGTTGCGTTCACTAAATTTCCTTTCTCAGCTTCTTCGAACAGCGAAAATTTTTGATAATTGAGAATGCCGTTAATCCATGACGATTTACCGACCCCAGTTTTTCCAAGTATAAGAATGTTAATTTCTCTATTCGGTTTCTCCCATTGAATAATGTTCTGCAGCTCTTCATCGGTTAATTTAACAAATTCTTGTCCATGATTTCGACAATTACATTTGAATTCAAAGTCAGAAATATGCGCGTATCCACATGAACAATAAAGACATTCATCATATGCGAATTCAAGATAATCTTTGCAATTAACGCAGCTCCACTTGT
Wolbachia_HYDCA14     AATTCCCGGAGTGTCGATTAACCTGACCCGGGCGCCTTTATATTGAAAAATATGGGCCTTCGGTTGCTGCGTTGCAGACCCATTTCCTTCATGTTCTTCATTGTCATCTTCTCCGCGTTTCACATGGCAAAAATCTCCATTCACATCATTTACATGAAATGACACTGATGTTGCGTTCACTAAATTTCCTTTCTCAGCTTCTTCGAACAGCGAAAATTTTTGATAATTGAGAATGCCGTTAATCCATGACGATTTACCGACCCCAGTTTTTCCAAGTATAAGAATGTTAATTTCTCTATTCGGTTTCTCCCATTGAATAATGTTCTGCAGCTCTTCATCGGTTAATTTAACAAATTCTTGTCCATGATTTCGACAATTACATTTGAATTCAAAGTCAGAAATATGCGCGTATCCACATGAACAATAAAGACATTCATCATATGCAAATTCAAGATAATCTTTGCAATTAACGCAGCTCCACTTGTGAGT
3.3: Long sequences (900 bp)
Wolbachia_HYDCA460    CGTGACGGGCGGTGTGTACAAGACCCGAGAACGTATTCACCGTGGCATGCTGATCCACGATTACTAGCGATTCCAACTTCATGCTCTCGAGTTGCAGAGAGCAATCCGAACTGAGATGATTTTTAGGGATTAAGCTCTATCTCGCGATTTTGCAGCCCATTGTAATCACCATTGTAGCACGTGTGTAGCCCACTCCATAAGGGCCATGATGACTTGACATCATCCCCGCCTTCCTCTAGTTTATCACTAGCAGTTTCCTTAAAGTTCCCAGCATTACCTGATGGTAACTAAGGATGAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCAACACCTGTGAAAATCCAGCCGAACTGACCCTATCATTAAAATAGGTATAATTTCCATGTCAAGGAGTGGTAAGGTTTTTCGCGTTGCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGTCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTAGTCCCCAGGCGGAATGTTTAACGCGTTAGCTGTAATACAGAAAGTAAACTTCCCATATTTAACATTCATCGTTTACAGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGCGTCTCAGCGTCAGATTTAAACCAGATAGACGCCTTCGCCACTGGTGTTCCTCCTAATATCTACGAATTTCACCTCAATACACTAGGAATTCCTCTATCCTCTTTCAATCTCTAGACTAGTAGTTTTAAAAGCAATTCCAAAGTTAAGCTCTGGGATTTCACTTTTAACTTGCTAATCAGCCTACACGCTCTTTACGCCCAATAATTCCGAATAACGCTAGCCCTCTCCGTATTACCGCGGCTGCT
Wolbachia_HYDCA458    TGTGTACAAGACCCGAGAACGTATTCACCGTGGCATGCTGATCCACGATTACTAGCGATTCCAACTTCATGCTCTCGAGTTGCAGAGAGCAATCCGAACTGAGATGATTTTTAGGGATTAAGCTCTATCTCGCGATTTTGCAGCCCATTGTAATCACCATTGTAGCACGTGTGTAGCCCACTCCATAAGGGCCATGATGACTTGACATCATCCCCGCCTTCCTCTAGCATTATCACTAGCAGTTTCCTTAAAGTTCCCAGCATTACCTGATGGTAACTAAGGATGAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCAACACCTGTGAAAATCCAGCCGAACTGACCCTATCATTAAAATAGGTATAATTTCCATGTCAAGGAGTGGTAAGGTTTTTCGCGTTGCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGTCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTAGTCCCCAGGCGGAATGTTTAACGCGTTAGCTGTAATACAGAAAGTAAACTTCCCATATTTAACATTCATCGTTTACAGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGCGTCTCAGCGTCAGATTTAAACCAGATAGACGCCTTCGCCACTGGTGTTCCTCCTAATATCTACGAATTTCACCTCAATACACTAGGAATTCCTCTATCCTCTTTCAATCTCTAGACTAGTAGTTTTAAAAGCAATTCCAAAGTTAAGCTCTGGGATTTCACTTTTAACTTGCTAATCAGCCTACACGCTCTTTACGCCCAATAATTCCGAATAACGCTAGCCCTCTCCGTATTACCGCGGCTGCTGGCACGGAGTTA
Wolbachia_HYDCA452    CAAGACCCGAGAACGTATTCACCGTGGCATGCTGATCCACGATTACTAGCGATTCCAACTTCATGCTCTCGAGTTGCAGAGAGCAATCCGAACTGAGATGATTTTTAGGGATTAAGCTCTATCTCGCGATTTTGCAGCCCATTGTAATCACCATTGTAGCACGTGTGTAGCCCACTCCATAAGGGCCATGATGACTTGACATCATCCCCGCCTTCCTCTAGTTTATCACTAGCAGTTTCCTTAAAGTTCCCAGCATTACCTGATGGTAACTAAGGATGAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCAACACCTGTGAAAATCCAGCCGAACTGACCCTATCATTAAAATAGGTATAATTTCCATGTCAAGGAGTGGTAAGGTTTTTCGCGTTGCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGTCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTAGTCCCCAGGCGGAATGTTTAACGCGTTAGCTGTAATACAGAAAGTAAACTTCCCATATTTAACATTCATCGTTTACAGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGCGTCTCAGCGTCAGATTTAAACCAGATAGACGCCTTCGCCACTGGTGTTCCTCCTAATATCTACGAATTTCACCTCAATACACTAGGAATTCCTCTATCCTCTTTCAATCTCTAGACTAGTAGTTTTAAAAGCAATTCCAAAGTTAAGCTCTGGGATTTCACTTTTAACTTGCTAATCAGCCTACACGCTCTTTACGCCCAATAATTCCGAATAACGCTAGCCCTCTCCGTATTACCGCGGCTGCTGGCACGGAGTTAGCCAGGACTC

Wolbachia_HYDCA276    CGTATTCACCGTGGCATGCTGATCCACGATTACTAGCGATTCCAACTTCATGCTCTCGAGTTGCAGAGAGCAATCCGAACTGAGATGATTTTTAGGGATTAAGCTCTATCTCGCGATTTTGCAGCCCATTGTAATCACCATTGTAGCACGTGTGTAGCCCACTCCATAAGGGCCATGATGACTTGACATCATCCCCGCCTTCCTCTAGTTTATCACTAGCAGTTTCCTTAAAGTTCCCAGCATTACCTGATGGTAACTAAGGATGAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCAACACCTGTGAAAATCCAGCCGAACTGACCCTATCATTAAAATAGGTATAATTTCCATGTCAAGGAGTGGTAAGGTTTTTCGCGTTGCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGTCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTAGTCCCCAGGCGGAATGTTTAACGCGTTAGCTGTAATACAGAAAGTAAACTTCCCATATTTAACATTCATCGTTTACAGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGCGTCTCAGCGTCAGATTTAAACCAGATAGACGCCTTCGCCACTGGTGTTCCTCCTAATATCTACGAATTTCACCTCAATACACTAGGAATTCCTCTATCCTCTTTCAATCTCTAGACTAGTAGTTTTAAAAGCAATTCCAAAGTTAAGCTCTGGGATTTCACTTTTAACTTGCTAATCAGCCTACACGCTCTTTACGCCCAATAATTCCGAATAACGCTAG
Wolbachia_HYDCA216    GACCCGAGAACGTATTCAGCGTGGCATGCTGATCCACGATTACTAGCGATTCCAACTTCATGCTCTCGAGTTGCAGAGAGCAATCCGAACTGAGATGATTTTTAGGGATTAAGCTCTATCTCGCGATTTTGCAGCCCATTGTAATCACCATTGTAGCACGTGTGTAGCCCACTCCATAAGGGCCATGATGACTTGACATCATCCCCGCCTTCCTCTAGATTATCACTAGCAGTTTCCTTAAAGTTCCCAGCATTACCTGATGGTAACTAAGGATGAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCAACACCTGTGAAAATCCAGCCGAACTGACCCTATCATTAAAATAGGTATAATTTCCATGTCAAGGAGTGGTAAGGTTTTTCGCGTTGCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGTCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTAGTCCCCAGGCGGAATGTTTAACGCGTTAGCTGTAATACAGAAAGTAAACTTCCCATATTTAACATTCATCGTTTACAGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGCGTCTCAGCGTCAGATTTAAACCAGATAGACGCCTTCGCCACTGGTGTTCCTCCTAATATCTACGAATTTCACCTCAATACACTAGGAATTCCTCTATCCTCTTTCAATCTCTAGACTAGTAGTTTTAAAAGCAATTCCAAAGTTAAGCTCTGGGATTTCACTTTTAACTTGCTAATCAGCCTACACGCTCTTTACGCCCAATAATTCCGAATAACGCTAGCCCTCTCCGTATTACCGCGGCTGCTGGCACGGAGTTAG
Wolbachia_HYDCA78     CGGTGTGTACAAGACCCGAGAACGTATTCACCGTGGCATGCTGATCCACGATTACTAGCGATTCCAACTTCATGCTCTCGAGTTGCAGAGAGCAATCCGAACTGAGATGATTTTTAGGGATTAAGCTCTATCTCGCGATTTTGCAGCCCATTGTAATCACCATTGTAGCACGTGTGTAGCCCACTCCATAAGGGCCATGATGACTTGACATCATCCCCGCCTTCCTCTAGTTTATCACTAGCAGTTTCCTTAAAGTTCCCAGCATTACCTGATGGTAACTAAGGATGAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATGCAACACCTGTGAAAATCCAGCCGAACTGACCCTATCATTAAAATAGGTATAATTTCCATGTCAAGGAGTGGTAAGGTTTTTCGCGTTGCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGTCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTAGTCCCCAGGCGGAATGTTTAACGCGTTAGCTGTAATACAGAAAGTAAACTTCCCATATTTAACATTCATCGTTTACAGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGCGTCTCAGCGTCAGATTTAAACCAGATAGACGCCTTCGCCACTGGTGTTCCTCCTAATATCTACGAATTTCACCTCAATACACTAGGAATTCCTCTATCCTCTTTTAATCTCTAGACTAGTAGTTTTAAAAGCAATTCCAAAGTTAAGCTCTGGGATTTCACTTTTAACTTGCTAATCAGCCTACACGCTCTTTACGCCCAATAATTCCGAATAACGCTAGCCCTCTCCGTATTACCGCGGCTGCTGGCACGGAGTTAGCCAGGA


Supplement 4: The results of ABGD and ASAP the tables represent ASAP while the histogram of genetic distances is shared between both methods. 
4.1 ABGD and ASAP results for the COI marker
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4.2 ABGD and ASAP results for the 18S marker
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4.3 ABGD and ASAP results for the 28S marker
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image1.png
Nb of species||asap-score| P-val (rank) W (rank) |Treshold dist.|
9 2.00 . 8.11e-04 (2) || 2.91e-03 (2) || 0.066766
9 2.50 . 1.50e-01 (4) | 5.52e-03 (1) 0.113419
7 4.50 . 4.00e-05 (1) |9.90e-05 (8)|| 0.144580

*11 5.00 . 2.69e-01 (5) || 9.01e-04 (5) | 0.016288
13 5.50 . 4.85e-01 (7) || 9.04e-04 (4)| 0.004736
*12 6.50 . 8.68e-01 (10)[| 2.08e-03 (3)|| 0.008304
8 7.50 . 5.07e-01 (8) | 2.55e-04 (7) || 0.126644
*10 9.00 . 9.54e-01 (12) || 3.64e-04 (6) | 0.024692
23 10.00 . 1.34e-01 (3) ||2.52e-05 (17)| ©0.000784
18 10.00 . 2.85e-01 (6) ||4.67e-05 (14)|| 0.001570
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image3.png
Nb of species||asap-score| P-val (rank) W (rank) (Treshold dist.| Text
8 2.50 . 2.10e-01 (1) [|9.70e-05(4)| 0.001944 (list csv
*6 3.00 . 5.25e-01 (3) || 9.81e-05 (3)|| 0.006522 (list csv
9 3.00 . 6.39e-01(4) ||2.35e-04 (2)|| 0.001297 (list esv
7 4.00 . 4.63e-01 (2) | 5.55e-05 (6)|| 0.003241 |[list csv|
10 4.00 . 8.00e-01 (7) || 2.35e-04 (1)|| 0.001293 |[list csv|
*4 6.50 . 7.29e-01 (6) ||3.88e-05 (7)|| 0.015749 (list csv
*3 6.50 . 8.94e-01 (8) || 8.17e-05 (5) || 0.021700 |[list csv|
11 7.50 . 7.01e-01 (5) ||1.41e-05 (10)|| 0.000646 |[list csv]|
*5 8.50 . 8.98e-01(9) || 3.65e-05 (8)|| 0.009794 |[list csv|
S @ 9.50 . 9.08e-01 (10)[| 2.21e-05 (9) | 0.023671 (list esv
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image5.png
ND of species||asap-score|| P-val (rank) W (rank) |Treshold dist.| Text
*9 1.00 . 1.40e-01 (1) || 1.06e-03 (1) [ 0.006503 [list esv
10 3.50 . 3.93e-01(3) || 2.45e-04 (4) | 0.003808 (list csv
*7 3.50 . 5.07e-01 (5) | 3.90e-04 (2)| 0.020264 |list csv|
*8 6.00 . 7.21e-01 (9) || 2.54e-04 (3) | 0.011933 |[list csv]|
*6 7.50 . 7.29e-01 (10) || 2.17e-04 (5) 0.031271 (list esv
17 9.50 . 3.71e-01 (2) |[4.29e-05 (17)|| 0.001079 |[list csv]|
12 9.50 . 6.01e-01 (8) |7.85e-05 (11)| 0.002154 |list esv)|
3 9.50 . 9.16e-01 (13) || 1.65e-04 (6) | 0.087776 |list csv|
21 10.00 . 4.73e-01 (4) ||4.29e-05 (16)|| 0.001074 (list esv
5 10.50 . 8.88e-01 (12)| 1.08e-04 (9) || 0.051689 |[list csv|
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