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Figure S1. PSMs associated with missing proteins. A total 32 peptide-spectrum matches from a total of 25 fully tryptic peptides were identified by MaxQuant or Sequest searches, where a total of nine missing proteins were found from the two haploid cell lines. .
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Figure S2. PSMs associated with novel proteins. Peptide-spectrum matches identified by proteogenomics were shown. Unmatched spectra were searched against RNA-seq based protein database, resulting in a total six peptides in unannotated regions in the human genome. Each peptide sequence was searched using Blat to find its genomic region.
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     M411-E04-O156-HS-P4569-2.raw  #4175  RT: 48.1550 min

     ITMS, 530.7935@cid30.00, z=+2, Mono m/z=530.79352 Da, MH+=1060.57976 Da, Match Tol.=0.6 Da
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     M411-B03-O156-HS-P4569-2.raw  #2129  RT: 29.2767 min

     ITMS, 1058.4915@cid30.00, z=+2, Mono m/z=1057.99829 Da, MH+=2114.98931 Da, Match Tol.=0.6 Da
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     M411-A02-O156-HS-P4569-2.raw  #9954  RT: 50.9841 min

     ITMS, 915.3945@cid30.00, z=+2, Mono m/z=915.39886 Da, MH+=1829.79045 Da, Match Tol.=0.6 Da


image9.png
672.36

12255

mms; cip

7505

=826
2017-05-29

o

P i ¢ A





image10.emf
1108.65

877.53 1215.64

1063.58

599.35

1126.65

1072.57

959.50

860.45

y₃⁺-NH₃

392.26

b₇²⁺-H₂O

341.29

b₃⁺-H₂O

254.31

b₁₁⁺

1168.77

y₆²⁺

386.45

y₇²⁺

430.53

b₉⁺-H₂O

916.48

y₇⁺-H₂O

841.51

y₈⁺-H₂O

940.31

b₈⁺-H₂O

829.41

y₂⁺-NH₃

255.30

y₈²⁺-H₂O

470.21

b₄⁺-H₂O

367.36

y₁₀²⁺-H₂

[M+2H]²⁺, [M+2H]²⁺+H

672.41

y₉⁺-NH₃

1054.51

y₉²⁺-NH₃

528.30

b₅⁺

484.33

b₉⁺

934.64

y₁₁²⁺

628.52

b₁₀⁺-H₂O, y₉⁺-H₂

y₃⁺

409.33

y₄⁺

496.33

b₄⁺

385.34

y₆⁺

772.42

[M+2H]²⁺-NH₃-H₂O

654.45

y₁₀²⁺

592.99

b₁₀²⁺, y₉²⁺

536.40

b₁₀⁺, y₉⁺

1071.56

y₅⁺

643.40

b₃⁺, y₂⁺

272.18

[M+2H]²⁺-NH₃

663.14

y₈⁺

958.52

[M+2H]²⁺-H₂O

662.28

y₇⁺

859.49

200 400 600 800 1000 1200

m/z

0

2

4

6

8

10

12

I

n

t

e

n

s

i

t

y

 

[

c

o

u

n

t

s

]

 

(

1

0

^

3

)

     M411-C05-O156-HS-P4569-2.raw  #7475  RT: 48.6486 min

     ITMS, 671.8596@cid30.00, z=+2, Mono m/z=671.85870 Da, MH+=1342.71013 Da, Match Tol.=0.6 Da
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     M411-C02-O156-HS-P4569-2.raw  #9139  RT: 51.6953 min

     ITMS, 966.9612@cid30.00, z=+2, Mono m/z=966.46179 Da, MH+=1931.91631 Da, Match Tol.=0.6 Da
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     M411-D10-O156-HS-P4569-2.raw  #7488  RT: 57.3310 min

     ITMS, 807.4200@cid30.00, z=+3, Mono m/z=807.42145 Da, MH+=2420.24979 Da, Match Tol.=0.6 Da


image14.emf
1021.56

623.44

633.49

b₈³

b₁₂⁺-NH₃, y₁₂⁺-H₂O

1438.92

y₉⁺-NH₃

1115.65

b₁₀⁺

1164.39

b₁₁⁺-H₂O

1274.73

b₁₁²

b₆

b₄²⁺

234.26

b₉⁺

1077.64

y₁₁²⁺-H₂

y₁₃³

y₁₀²

b₄

b₂⁺-H₂O

240.26

b₁₅²⁺, y₁₅²⁺-NH₃

889.63

y₇²

y₃⁺-NH₃, b₃⁺

355.42

y₂⁺

244.33

b₇²

y₁₅³⁺-H₂O, b₁₅³⁺, y₁₅³⁺-NH₃

593.39

b₇

y₉⁺

1132.53

b₁₀³⁺-H₂O, b₁₀³⁺-NH₃

383.41

b₅

y₈²⁺-H₂O, y₈²⁺-NH₃

508.42

b₉²

b₈⁺

891.59

b₈⁺-H₂O

873.60

y₁₄²⁺

834.14

b₈²⁺

446.45

b₅⁺-H₂

b₁₂²⁺, y₁₂²⁺

728.65

y₈⁺

1033.50

y₆⁺

760.46

b₁₄²⁺

841.23

[M+3H]³⁺-NH₃-H₂O

630.03

y₈²⁺, y₁₃³⁺-H₂O

517.44

y₁₁²⁺

665.06

y₇⁺

847.52

y₄⁺

469.31

y₅⁺

632.48

500 1000 1500

m/z

0

2

4

6

8

10

12

I

n

t

e

n

s

i

t

y

 

[

c

o

u

n

t

s

]

 

(

1

0

^

3

)

     M411-C09-O156-HS-P4569-2.raw  #7338  RT: 50.4843 min

     ITMS, 642.0164@cid30.00, z=+3, Mono m/z=642.01532 Da, MH+=1924.03141 Da, Match Tol.=0.6 Da
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     M411-C03-O156-HS-P4569-2.raw  #11301  RT: 58.0752 min

     ITMS, 696.8405@cid30.00, z=+2, Mono m/z=696.84277 Da, MH+=1392.67827 Da, Match Tol.=0.6 Da
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     M454-B01-O206-CTB1-P5242-1.raw  #3497  RT: 38.3058 min

     ITMS, 742.8231@cid30.00, z=+2, Mono m/z=742.82385 Da, MH+=1484.64043 Da, Match Tol.=0.6 Da
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     M454-C04-O206-CTB1-P5242-1.raw  #3029  RT: 39.4281 min

     ITMS, 760.9124@cid30.00, z=+2, Mono m/z=760.91290 Da, MH+=1520.81853 Da, Match Tol.=0.6 Da
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     M454-E02-O206-CTB1-P5242-2.raw  #6816  RT: 59.0121 min

     ITMS, 758.4042@cid30.00, z=+3, Mono m/z=758.06732 Da, MH+=2272.18741 Da, Match Tol.=0.6 Da
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     M454-E09-O206-CTB1-P5242-2.raw  #2118  RT: 34.9762 min

     ITMS, 406.8955@cid30.00, z=+3, Mono m/z=406.89511 Da, MH+=1218.67078 Da, Match Tol.=0.6 Da
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     M454-D04-O206-CTB1-P5242-1.raw  #5036  RT: 51.7028 min

     ITMS, 595.8622@cid30.00, z=+2, Mono m/z=595.86017 Da, MH+=1190.71306 Da, Match Tol.=0.6 Da
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     M411-E03-O156-HS-P4569-2.raw  #3372  RT: 44.5395 min

     ITMS, 660.3770@cid30.00, z=+3, Mono m/z=660.04102 Da, MH+=1978.10849 Da, Match Tol.=0.6 Da
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     M454-A01-O206-CTB1-P5242-2.raw  #1313  RT: 29.4322 min

     ITMS, 611.7708@cid30.00, z=+2, Mono m/z=611.77191 Da, MH+=1222.53655 Da, Match Tol.=0.6 Da
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     M411-C07-O156-HS-P4569-2.raw  #4636  RT: 40.5546 min

     ITMS, 750.8497@cid30.00, z=+2, Mono m/z=750.84674 Da, MH+=1500.68620 Da, Match Tol.=0.6 Da
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     M411-E03-O156-HS-P4569-1.raw  #4997  RT: 50.6940 min

     ITMS, 713.0428@cid30.00, z=+3, Mono m/z=712.70886 Da, MH+=2136.11203 Da, Match Tol.=0.6 Da
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     M411-D01-O156-HS-P4569-1.raw  #6444  RT: 48.3344 min

     ITMS, 572.2679@cid30.00, z=+2, Mono m/z=571.79431 Da, MH+=1142.58135 Da, Match Tol.=0.6 Da


image33.emf
DELHIVEAEAMNDEGSPIK

773

.

67

871

.

66

581

.

35

b

₁₃

⁺

1467

.

82

y

₁₂

⁺

-

NH

₃

1244

.

71

y

₉

³

b

₃

⁺

-

H

₂

O

,

b

₉

³⁺

-

H

₂

O

,

y

₃

⁺

-

NH

y

₂

⁺

260

.

40

y

₇

³

y

₁₄

⁺

1489

.

78

b

₁₁

³

y

₁₃

⁺

1390

.

69 y

₄

y

₁₁

⁺

-

NH

₃

1173

.

68

y

₁₈

²

y

₄

⁺

-

NH b

₁₄

³

b

₃

⁺

358

.

37

y

₁₂

⁺

1261

.

71

y

₉

²⁺

-

NH

₃

487

.

27

y

₁₁

⁺

1190

.

63

y

₉

⁺

990

.

53

y

₅

²⁺

251

.

29

y

₄

⁺

-

H

₂

O

426

.

11

b

₂

⁺

245

.

20

b

₉

²⁺

518

.

52

y

₁₆

³⁺

-

H

₂

O

,

b

₁₆

³⁺

-

H

₂

O

,

y

₁₆

³⁺

-

NH

₃

574

.

87

b

₁₈

²

b

₁₀

⁺

1107

.

51

y

₁₇

²

y

₁₁

²

y

₃

⁺

357

.

47

b

₆

y

₉

⁺

-

NH

₃

973

.

53

b

₇

⁺

836

.

48

y

₁₀

⁺

1061

.

53

y

₁₈

³⁺

661

.

73

b

₉

⁺

1036

.

54

b

₈

⁺

907

.

55

b

₁₄

²⁺

799

.

20

y

₁₇

³⁺

-

H

₂

O

,

y

₆

⁺

-

H

₂

O

,

y

₁₇

³⁺

-

NH

₃

612

.

75

y

₅

⁺

501

.

41

b

₁₆

²⁺

-

NH

₃

862

.

64

y

₁₀

²⁺

531

.

52

b

₁₂

²⁺

-

H

₂

O

,

b

₁₂

²⁺

-

NH

₃

668

.

06

b

₅

⁺

608

.

40

y

₁₂

²⁺

631

.

55

b

₄

⁺

,

y

₉

²⁺

495

.

31

y

₁₆

³⁺

,

b

₁₆

³⁺

580

.

68

y

₁₇

³⁺

618

.

71

b

₁₃

²⁺

734

.

70

y

₆

⁺

630

.

48

y

₁₆

²⁺

,

b

₁₆

²⁺

870

.

78

y

₁₅

²⁺

802

.

23

y

₁₄

²⁺

,

y

₇

⁺

745

.

73

500 1000 1500

m

/

z

0

10

20

30

40

I

n

t

e

n

s

i

t

y

[

c

o

u

n

t

s

]

(

1

0

^

3

)


image34.emf
LQTVHHNADVYQAVSK

956

.

64

588

.

48

785

.

94

585

.

43

650

.

45

594

.

64

y

₁₀

⁺

-

NH

₃

1077

.

56

b

₈

⁺

-

H

₂

y

₈

⁺

-

H

₂

y

₂

⁺

-

NH

b

₁₀

⁺

-

H

₂

O

1097

.

30

y

₁₀

⁺

1094

.

69

b

₉

⁺

1016

.

62

y

₉

⁺

-

H

₂

O

962

.

62

b

₁₂

²⁺

703

.

54

b

₇

²

b

₁₁

²⁺

640

.

21

b

₃

y

₁₁

²⁺

616

.

60

b

₅

b

₂

⁺

-

NH

₃

225

.

18

y

₁₁

³

b

₆

² b

₆

b

₆

³⁺

-

NH

₃

,

y

₂

⁺

234

.

13

y

₉

⁺

980

.

67

b

₁₅

²y

₁₅

²

y

₁₅

³⁺

566

.

63

y

₅

²⁺

-

NH

₃

258

.

30

y

₁₀

²

b

₃

⁺

-

H

₂

O

325

.

31 [M+3H]³⁺

-

y

₄

b

₁₃

²

y

₅

⁺

532

.

37

y

₁₃

³

b

₈

²⁺

-

H

₂

O

,

b

₄

⁺

,

b

₈

²⁺

-

NH

₃

442

.

36

y

₁₃

²⁺

734

.

51

y

₁₂

²⁺

684

.

98

y

₅

⁺

-

H

₂

[M+3H]³⁺

-

NH

₃-

H

₂

O

592

.

63

y

₁₂

³⁺

-

H

₂

O

,

y

₁₂

³⁺

-

NH

₃

,

b

₈

²⁺

451

.

19

b

₂

⁺

242

.

18

b

₁₅

³⁺

-

NH

₃

,

b

₁₀

²⁺

-

NH

₃

549

.

98

y

₇

⁺

794

.

59

y

₁₄

²⁺

-

H

₂

O

,

y

₁₄

²⁺

-

NH

₃

,

y

₇

⁺

-

H

₂

O

776

.

15

y

₈

⁺

909

.

63

b

₉

²⁺

508

.

93

b

₁₂

²⁺

-

NH

₃

,

y

₆

⁺

695

.

46

b

₁₀

²⁺

558

.

53

y

₁₄

²⁺

785

.

14

200 400 600 800 1000 1200 1400

m

/

z

0

500

1000

1500

2000

2500

In

t

e

n

s

it

y

[

c

o

u

n

t

s

]


image35.emf
FCLDRPLTTDMSR

922

.

49

848

.

10

1221

.

62

784

.

61

921

.

48

798

.

49

1220

.

59

y

₂

⁺

262

.

25 b

₃

y₆²⁺

355

.

32

b₇²⁺-H

₂

O

,

b₇²⁺

-

NH

b₁₂⁺-NH

₃

1420

.

67

y

₇

⁺

823

.

55

y₄⁺

-

NH

₃

491

.

34

b₁₂⁺-H

₂

O

1419

.

68

b₈⁺-H

₂

b₈⁺

-

NH

₃

986

.

51

y

₁₂

²

b₉⁺

-

NH

₃

1087

.

56

y₃⁺

-

NH

₃

376

.

28

b

₄

b₆²⁺

395

.

28 y

₅

y₁₀⁺

-

NH

₃

1174

.

44

b₁₀⁺-NH

₃

1202

.

56

b₁₁²⁺-H

₂

b

₂

⁺

308

.

24

b

₁₁

⁺

1350

.

64

y

₄

⁺

508

.

20

b

₉

⁺

1104

.

59

b

₈

⁺

1003

.

73

y₈⁺

-

NH

₃

903

.

51

y₉⁺

-

NH

₃

1059

.

66

y₉²⁺-H

₂

O

529

.

52

y₈⁺-H

₂

O

,

b

₇

⁺

902

.

53

y₁₁⁺

-

NH

₃

1287

.

61

y₉²⁺

-

NH

₃

530

.

40

b

₁₂

⁺

1437

.

72

y₁₁²⁺

652

.

80

b₅⁺

-

NH

₃

,

b₁₁²⁺

675

.

35

y₆⁺

-

NH

₃

693

.

36

b₅⁺-H

₂

O

674

.

41

y₆⁺-H

₂

O

,

b

₅

⁺

692

.

29

b

₆

⁺

789

.

51

[M+2H]²⁺

-

NH

₃

-H

₂

O

788

.

57

y

₈

⁺

920

.

49

y

₃

⁺

393

.

24

[M+2H]²⁺-H

₂

O

,

[M+2H]²⁺

-

NH

₃

797

.

67

b

₁₀

⁺

1219

.

61

y₉²⁺

538

.

92

200 400 600 800 1000 1200 1400 1600

m

/

z

0

1000

2000

3000

4000

5000

6000

7000

8000

9000

I

n

t

e

n

s

it

y

[

c

o

u

n

t

s

]


image36.png
| ha3s

Fcale 588 hases |
chr16: 4,638, 898| 4,698, 500 4,691, 8e8|
Your Sequence from Blat Search
Yoursedy
HCEI Refifeq genes, curated subset (HM_=, and YF_#) - Annotation Release 2417-67-13
[HEEH1]
—_ - =~
—_ ~
_ - ~ -
- =~ -
—
- - THTOMHAHLHMLTHMFTHAHSRSHMLSR =~
_ - - ~ -
umi
yooHRO, yuat yms

Intensiy [counts]

2500

2000

1500

1000

48851 53441

but b, bt HaO, byt NH;

bt~
67147 73629

1463.40

bugt

yastHO
1016.48

419.89

yiz¥-HaO, by,
16827

i) b2t H20, by NHs

br+-HaO, bA-NH

20, y7>-NH

2000

1000





image37.emf
AVSSSSEEAGSTVWEGR

652

.

46

923

.

52

b

₄

⁺

345

.

32 y

₇

²

b

₁₆

⁺

1564

.

87

y

₈

²⁺

-

H

₂

O

,

y

₈

²⁺

-

NH

₃

437

.

43

y

₁₃

⁺

1394

.

67

b

₅

⁺

432

.

48 b

₇

b

₁₅

⁺

-

H

₂

O

1489

.

80 b

₇

⁺

-

H

₂

b

₁₄

⁺

-

H

₂

O

1360

.

75

y

₁₂

⁺

-

NH

₃

1290

.

72

b

₁₁

⁺

992

.

63

b

₁₂

⁺

1093

.

47 y

₁₁

y

₁₄

² b

₁₅

⁺

1507

.

80

y

₃

⁺

361

.

30

b

₁₂

⁺

-

H

₂

O

1075

.

59

y

₁₂

⁺

1307

.

70

y

₅

⁺

646

.

47

y

₁₄

²⁺

-

H

₂

O

,

y

₁₄

²⁺

-

NH

₃

732

.

35 b

₁₄

⁺

1378

.

71

b

₆

⁺

519

.

23

b

₉

⁺

-

H

₂

O

830

.

53

y

₆

⁺

747

.

46

y

₁₀

²⁺

-

H

₂

O

,

y

₁₀

²⁺

-

NH

₃

537

.

36

b

₁₀

y

₁₁

⁺

-

NH

₃

1203

.

56

b

₁₃

⁺

1192

.

58

y

₁₀

⁺

1091

.

59

b

₈

b

₁₃

⁺

-

H

₂

O

1174

.

57

y

₁₆

²⁺

,

y

₇

⁺

834

.

56

b

₉

[M+2H]²⁺

-

H

₂

O

860

.

77

y

₉

⁺

962

.

52

y

₈

⁺

891

.

50

[M+2H]²⁺

-

NH

₃

861

.

74

y

₇

⁺

-

NH

₃

817

.

49

[M+2H]²⁺

-

NH

₃-

H

₂

O

852

.

68

b

₁₂

²⁺

,

y

₄

⁺

547

.

30

500 1000 1500

m

/

z

0

1000

2000

3000

4000

5000

6000

7000

In

t

e

n

s

i

t

y

[c

o

u

n

t

s

]


image38.emf
1248

.

66

548

.

42

1088

.

55

862

.

00

b₈²

⁺

389

.

27

b

₁₆⁺-H₂

O

1546

.

98

y

₁₁²⁺

-H₂

y₁₄⁺-H₂

O

1463

.

81

b

₁₁⁺-H₂

O

974

.

37

y₁₂²

b

₄⁺-H₂

O

327

.

36

b

₁₄⁺-H₂

O

1360

.

57

y₇²

b

₁₆⁺

1564

.

91

y₁₃⁺

1394

.

67

y₁₂⁺

1307

.

65

b

₁₄⁺

1378

.

87

y₁₁⁺-H₂

y₈⁺-H₂

y₉⁺-H₂

O

944

.

55

y

₁₄²⁺

-H₂

O

,

y

₁₄²⁺

-NH₃

732

.

34

b₁₀²

⁺

453

.

35

y₁₀⁺-NH

b

₁₁⁺

992

.

62

b

₇

b

₁₂⁺

1093

.

56

b

₁₅⁺

1507

.

76

y

₁₀²⁺

-H₂

O

,

y

₁₀²⁺

-NH₃

537

.

37

b

₈⁺-H₂

O

759

.

71

b

₆⁺

519

.

33

b

₇⁺-H₂

y₁₁

b

₁₂⁺-H₂

O

1075

.

58

y₆⁺

747

.

47

b

₁₀

y₃⁺

361

.

33

y₅⁺

646

.

55 y

₁₁²

⁺

610

.

41

y₁₀⁺

1091

.

62

y

₉²

⁺

481

.

43

b

₁₃⁺

1192

.

67

y

₁₅²

⁺

785

.

15

b

₁₃⁺-H₂

O

1174

.

61

y₉⁺

962

.

49

b

₉

y₈⁺

891

.

57

y₇⁺-NH₃

817

.

55

b

₈⁺

777

.

74

b

₁₂²⁺

,

y₄⁺

547

.

28

[

M+2

H]

²⁺-H₂

O

,

[

M+2

H]

²⁺-NH₃

861

.

16

[

M+2

H]

²⁺-NH₃-H₂

O

852

.

65

200 400 600 800 1000 1200 1400 1600 1800

m/z

0

500

1000

1500

2000

2500

3000

3500

I

n

te

n

s

it

y

[

c

o

u

n

ts

]


image39.emf
GAPEPAQTQPQPQPQPAAPEGPEQPR


image40.emf
676

.

41

1556

.

80

1374

.

78

1176

.

23

1106

.

58 881

.

51

1331

.

71

910

.

58

688

.

08

883

.

55

884

.

58

b₁₀³⁺

-NH₃,y

₉³⁺

-H₂

b

₁₄⁺

1427

.

80

b

₂₀²

b

₂₁²

y₉²

b

₁₈⁺-H₂

O

1776

.

98

y

₂₁³⁺

-H₂

O

,

y

₂₁³⁺

-NH₃

745

.

51

y₁₄⁺

1501

.

90

b₁₉²

⁺

946

.

68

y₉³

y₁₀²

y₁₅⁺

1598

.

96

y

₂₄²

⁺

1287

.

70

b

₂₄² y₃

b

₁₃⁺-H₂

b

₂₁³

b

₁₂²

y₂⁺

272

.

39

b₈²⁺

-H₂

O

367

.

37

b

₁₁²

y

₂₀²⁺

-H₂

O

,

y

₂₀²⁺

-NH₃

1082

.

43

b

₆

y₁₃³ y₁₀

y₂₄³

b

₁₂⁺-H₂

O

1184

.

79

b

₁₈⁺

1795

.

00

b

₁₅²

y₅⁺

626

.

44

b

₁₂⁺

1202

.

75

b

₄⁺

355

.

27

y

₈²

⁺

455

.

27

b

₁₀y

₂₀²

⁺

1091

.

51

b₉²⁺

-NH₃

432

.

31

b

₉⁺-NH₃

863

.

36

y₆⁺

683

.

48

b

₁₅⁺

1555

.

94

y₉⁺

980

.

55

b

₇⁺,y

₁₈³

⁺

651

.

50

b

₉⁺-H₂

O

,

b₁₇²

⁺

862

.

41

b

₈⁺

752

.

44

y

₁₉²

⁺

1027

.

33

y₁₃⁺

1373

.

74

y

₁₁²⁺,b₁₇³

⁺

574

.

98

y

₁₈²

⁺

976

.

80

y

₂₂²

⁺

1175

.

45

b₂₁³⁺

-H₂

O

,

y

₁₃²⁺,b

₂₁³⁺-NH₃

687

.

44

b

₁₃⁺

1330

.

74

b

₁₁⁺

1105

.

59

y₁₁⁺

1148

.

67

y

₁₅²

⁺

800

.

17

y

₁₇²

⁺

912

.

78

b

₉⁺

880

.

49

y₈⁺

909

.

56

500 1000 1500 2000

m/z

0

1000

2000

3000

4000

5000

I

n

te

n

s

it

y

[

c

o

u

n

t

s

]


image41.emf
1374

.

72

1176

.

08

417

.

26

681

.

41

881

.

49

1331

.

71

910

.

60

884

.

58

883

.

47

y₇³

y₁₄⁺

1501

.

67

b

₁₅⁺-H₂

O

1537

.

71

b

₁₂³

b

₁₀⁺-H₂ y₁₃³

y₁₅⁺

1598

.

85

b

₂₁²

y

₁₈²⁺

-H₂

b

₁₈⁺-H₂

O

1777

.

00

y₅²

y₂⁺

272

.

24

b

₄⁺-H₂

O

337

.

48

b₂₅²⁺

-H₂

O

,

b

₂₅²⁺-NH₃

1256

.

44

y₂₀³

y₇⁺

812

.

55

y

₂₃³⁺

-H₂

O

,

y

₂₃³⁺

-NH₃

820

.

59

y₁₂³

y₉²

y₂₁²

b

₅⁺,y

₁₃³⁺

-H₂

O

,

y₁₃³⁺-NH₃

452

.

54

b

₁₇⁺

1723

.

86

b₁₈³

⁺

599

.

31

y₂₄³

b

₁₃⁺-NH₃

1313

.

83

y₁₀⁺

1051

.

67

y₃⁺

400

.

32

b₁₆³⁺

-NH₃

546

.

34

b₁₅³⁺

-H₂

O

,

b

₁₅³⁺-NH₃

513

.

39

b

₁₂⁺

1202

.

77 y₅

b

₁₈⁺

1795

.

02

b

₁₅²

b

₄⁺

355

.

35

y

₁₅³⁺

-NH₃

528

.

39

y₉ y₁₉³

b

₁₀

y

₈²

⁺

455

.

48

b

₇⁺,y

₁₈³

⁺

651

.

49

b

₁₅⁺

1555

.

90

b

₉⁺-NH₃

863

.

28

y₆⁺

683

.

39

b

₉⁺-H₂

O

,

b₁₇²

⁺

862

.

46

b

₈⁺

752

.

57

y₈⁺-NH₃

892

.

75

y

₁₈²

⁺

976

.

57

y₁₃⁺

1373

.

71

y

₁₁²⁺,b₁₇³

⁺

575

.

03

y

₁₉²

⁺

1027

.

11

b

₁₃⁺

1330

.

66 y₁₁

b

₁₁⁺

1105

.

59

y

₂₂²

⁺

1175

.

45

y

₁₇²

⁺

912

.

75

y

₁₅²

⁺

800

.

20

y₈⁺

909

.

52

b

₉⁺

880

.

55

b₂₁³⁺

-H₂

O

,

y

₁₃²⁺,b

₂₁³⁺-NH₃

687

.

59

500 1000 1500 2000

m/z

0

1000

2000

3000

4000

I

n

t

e

n

s

it

y

[c

o

u

n

ts

]


image42.emf
1556

.

88

1795

.

99

660

.

45

1106

.

62

910

.

56

1331

.

74

883

.

52

884

.

52

y₇² y₁₈⁺-NH₃

1935

.

38

y₂₂³

y₁₄⁺

1501

.

76

y₁₂⁺

1276

.

81

y₁₃⁺-NH₃

1356

.

72

b

₄⁺-H₂

b

₁₅⁺-H₂

O

1537

.

69 b

₂₀²

b

₁₉²

[

M+2

H]

²⁺-NH₃-H₂

O

1334

.

82

b

₁₂⁺

1202

.

72

y₂⁺

272

.

26

y

₈³⁺

-H₂

O

297

.

42

y₂₀²

b₂₅³⁺

-H₂

O

837

.

49

y₃

b₂₂³⁺

-H₂

b

₉²

b

₁₈³

b₂₅²⁺

-H₂

O

,

b

₂₅²⁺-NH₃

1256

.

21

y₄⁺-H₂

b

₁₈⁺

1794

.

91

y

₅²

⁺

314

.

08

b

₂₁³

b

₂₄³

y

₁₄³⁺

-H₂

O

,

y

₁₄³⁺

-NH₃

495

.

26

y₂₁²

b

₄⁺

355

.

31

b

₇⁺,y

₁₈³

⁺

651

.

45

y₁₃³

b₁₅³⁺

-H₂

O

,

b

₁₅³⁺-NH₃

513

.

35

y

₉²

⁺

490

.

97

b

₁₅⁺

1555

.

78

b₁₈²⁺

-H₂

O

,

b

₁₈²⁺-NH₃

888

.

96

y

₈²

⁺

455

.

45

b

₁₀⁺

977

.

66

y

₁₉²

⁺

1027

.

34

y₁₃⁺

1373

.

85

y₅⁺

626

.

46

y₆⁺

683

.

51

y

₁₈²

⁺

976

.

68

y₉⁺

980

.

51

b

₉⁺-H₂

O

,

b₁₇²

⁺

862

.

61

b

₈⁺

752

.

57

y

₁₁²⁺,b₁₇³

⁺

575

.

03

b

₁₃⁺

1330

.

73

y₁₁⁺

1148

.

62

y

₂₂²

⁺

1175

.

49

b

₁₁⁺

1105

.

60

y

₁₅²

⁺

800

.

22

b₂₁³⁺

-H₂

O

,

y

₁₃²⁺,b

₂₁³⁺-NH₃

687

.

67

y₈⁺

909

.

54

y

₁₇²

⁺

912

.

78

b

₉⁺

880

.

51

500 1000 1500 2000

m/z

0

500

1000

1500

2000

2500

3000

In

t

e

n

s

it

y

[

c

o

u

n

t

s

]


image43.emf
1795

.

93

1556

.

87

1374

.

71

716

.

52 423

.

25

1106

.

60

1176

.

18

1331

.

64

715

.

47

910

.

47

y₁₂⁺

1276

.

56

y₅²

y₁₇⁺

1823

.

90 y₁₃⁺-NH

y₃ b

₁₁³

y₁₆⁺

1727

.

11

b₉³⁺

-H₂

O

,

b₉³

⁺-NH₃

288

.

15

b

₁₈³

b

₁₄⁺

1427

.

80

y

₉³

⁺

327

.

24

y₁₅⁺

1598

.

85

b

₂₃³

b

₂₁² y₄

y

₈³⁺,

y

₅²⁺

-H₂

O

304

.

23

y

₂₀³⁺

-NH

y

₇²⁺

-NH₃

398

.

30 b

₁₂⁺

1202

.

60

b

₄⁺

355

.

22

y₉²

b

₁₃⁺-NH₃

1313

.

74

b

₁₈⁺

1795

.

00

y

₈²

⁺

455

.

19

y₇

y₅

b

₁₅⁺

1555

.

93

y₉⁺

980

.

59

b

₁₀

y

₂₀²

⁺

1091

.

35

b

₆⁺

523

.

25

y₁₃⁺

1373

.

79

b₁₃²⁺

-H₂

y₁₁²

b₁₇³

⁺

575

.

34

b

₇⁺,y

₁₈³

⁺

651

.

49

b₉²

⁺

441

.

20

y

₁₅³⁺

-NH₃

528

.

19

b

₈⁺

752

.

47

y₆⁺

683

.

36

y

₁₉²

⁺

1027

.

17

y

₁₇²⁺

-H₂

O

,

y

₁₇²⁺

-NH₃

903

.

54

y

₁₈²

⁺

976

.

51

y

₂₂²

⁺

1175

.

28

b

₁₃⁺

1330

.

72

y₁₁⁺

1148

.

60

b

₁₁⁺

1105

.

60

y

₂₄³⁺

-NH₃,

b₁₇²⁺

-H₂

O

,

b₁₇²⁺

-NH₃

853

.

86

y₈⁺

909

.

48

b

₉⁺

880

.

45

y

₁₅²

⁺

800

.

21

b₂₁³⁺

-H₂

O

,

y

₁₃²⁺,b

₂₁³⁺-NH₃

687

.

61

500 1000 1500 2000

m/z

0

500

1000

1500

2000

2500

In

t

e

n

s

it

y

[

c

o

u

n

t

s

]


image44.emf
1556

.

71

981

.

53

1374

.

83

441

.

22

461

.

33

1106

.

58

910

.

41

1331

.

71

1149

.

54

423

.

23

b

₁₈⁺-H₂

O

1777

.

06

y₇³

b

₁₃³

b

₁₇⁺

1723

.

97

b

₉²

y₁₃⁺-NH₃

1356

.

63

b

₁₅⁺-H₂

O

1537

.

72

y₁₂³

b

₁₄⁺

1427

.

78

b

₂₁²

y₂⁺

272

.

40

y

₆²⁺

-H₂

O

,

y

₆²⁺

-NH₃

333

.

21 y₁₀

y₁₅⁺

1598

.

73

b

₂₀²

b₂₄²

⁺

1216

.

81

y

₅²

⁺

313

.

25

y₃⁺

400

.

32

y₇⁺

812

.

39

b

₅⁺,y

₁₃³

⁺-H₂

O

452

.

33

y

₂₀²

⁺

1091

.

49

b

₁₁⁺-H₂

b

₆

b

₁₇³

b

₁₈⁺

1795

.

03

y

₈³

⁺

304

.

14

b

₁₅²

b

₄⁺

355

.

34 y₄

y₁₄³

b

₁₂

b

₁₀

b

₁₃⁺-NH₃

1313

.

65

y₅

y₆⁺

683

.

38

y₁₃⁺

1373

.

69

b

₇⁺,y

₁₈³

⁺

651

.

32

y

₈²

⁺

455

.

37

b

₁₅⁺

1555

.

70

y₉⁺

980

.

53

y

₁₂²

⁺

638

.

34

y

₂₂²

⁺

1175

.

39

y

₁₁²

⁺

574

.

72

y

₁₈²

⁺

976

.

71

b

₈⁺

752

.

41

b

₉⁺-H₂

O

,

b₁₇²

⁺

862

.

57

y

₁₅³⁺

-NH₃

528

.

17

b

₁₃⁺

1330

.

70

y

₁₉²

⁺

1027

.

23

b

₁₁⁺

1105

.

53

y₁₁⁺

1148

.

63

y

₁₇²

⁺

912

.

79

b₂₁³⁺

-H₂

O

,

y

₁₃²⁺,b

₂₁³⁺-NH₃

687

.

46

b

₉⁺

880

.

44

y

₁₅²

⁺

800

.

09

y₈⁺

909

.

47

500 1000 1500 2000

m/z

0

500

1000

1500

2000

I

n

t

e

n

s

it

y

[

c

o

u

n

t

s]


image45.emf
1796

.

11 1440

.

82

867

.

34

905

.

36

1556

.

81

1331

.

68

883

.

48

509

.

34

884

.

45

787

.

44

508

.

29

y₃

b

₉² y₆²

b

₅⁺,y

₁₃³⁺

-H₂

O

,

y₁₃³⁺-NH₃

452

.

44

y₁₄³

y

₁₂³⁺

-H₂

O

,

y

₁₂³⁺

-NH₃

420

.

24

y

₉²

⁺

490

.

66

b

₁₁⁺-NH₃

1088

.

56

y₇

y₄⁺-NH₃

512

.

20

y₂₀³

b

₁₃⁺-NH₃

1313

.

74

b

₁₃⁺-H₂

O

1312

.

68

b

₁₈⁺

1795

.

00

b

₁₉²

b

₆⁺

523

.

23

y₈⁺-NH₃

892

.

55

y

₁₉²

⁺

1027

.

05

b

₁₂⁺

1202

.

71

b

₁₇³

b₂₄²

⁺

1216

.

92

b

₄⁺

355

.

41 y₉

b

₇⁺,y

₁₈³

⁺

651

.

47

b

₈⁺-H₂

O

734

.

45

b

₁₀⁺

977

.

47

b₁₈²⁺

-H₂

y

₂₄³⁺

-H₂

O

,

y

₂₄³⁺

-NH₃

,

b₁₇²⁺

-H₂

O

853

.

10

b

₈⁺

752

.

45

y

₈²

⁺

455

.

26

y₁₃⁺

1373

.

80

y₅⁺

626

.

44

y

₁₁²

⁺

574

.

73

b

₁₅⁺

1555

.

90

[

M+3

H]

³⁺+H

902

.

44

y

₁₈²

⁺

976

.

65

y₆⁺

683

.

41

b

₁₁⁺

1105

.

56

b

₁₃⁺

1330

.

69

y₁₁⁺

1148

.

66

y

₁₇²

⁺

912

.

77

y

₂₂²

⁺

1175

.

35

b

₉⁺

880

.

52

y

₁₅²

⁺

800

.

14

y₈⁺

909

.

49

b₂₁³⁺

-H₂

O

,

y

₁₃²⁺,b

₂₁³⁺-NH₃

687

.

49

500 1000 1500 2000

m/z

0

1000

2000

3000

4000

5000

6000

7000

8000

I

n

t

e

n

s

it

y

[

c

o

u

n

t

s]


image1.png
86145

131

mms; cip

=744
2017-05-29

o

P i ¢ A

5934





image2.emf
634.31

1329.80

851.82

1256.65

1255.58

842.56

y₁₁²⁺-H₂O, y₁₁²⁺-NH₃

570.45

y₁₅⁺-H₂O

1575.85

b₈

y₁₈²

b₁₃⁺

1553.02

b₅²⁺-NH₃

297.20

y₁₀³⁺-NH₃

338.47

y₁₈⁺

1973.31

y₉⁺

932.67

y₁₂⁺-NH₃

1237.91

y₂₂²⁺-H₂O, y₂₂²⁺-NH₃

1216.76

b₁₈³⁺

687.55

y₁₂³⁺-NH₃

413.62

b₂₀²⁺

1146.09

y₄⁺-NH₃

403.38

y₁₁⁺-NH₃

1140.48

y₁₀²

b₂₁³

b₁₀⁺

1214.67

b₉⁺

1101.67

b₁₉²⁺

1081.52

y₁₃⁺

1367.56

b₅⁺

609.02 y₁₅²⁺-H₂

y₁₈³⁺

658.33

b₄⁺

472.44

y₁₄³⁺, b₈²⁺

494.71

y₈⁺-NH

b₉²⁺-NH₃

542.36

y₅⁺-H₂O

503.31

b₁₄²⁺-NH₃

816.51

b₁₇²⁺

982.60

b₁₃²⁺, b₂₁³⁺-H₂O

777.03

b₁₈²⁺

1030.52

b₉²⁺

551.37

b₁₁⁺

1327.81

y₈⁺-H₂O, b₇⁺-NH₃

843.55

y₁₀⁺

1029.49

y₁₂²⁺

627.82

b₁₁²⁺

664.56

b₁₀²⁺

608.08

y₁₂⁺

1254.62

500 1000 1500 2000

m/z

0

200

400

600

800

1000

1200

1400

1600

I

n

t

e

n

s

i

t

y

 

[

c

o

u

n

t

s

]

     M411-C10-O156-HS-P4569-2.raw  #5905  RT: 46.2963 min

     ITMS, 861.1150@cid30.00, z=+3, Mono m/z=861.11145 Da, MH+=2581.31980 Da, Match Tol.=0.6 Da
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